Scavenger receptor MARCO Is assoclated with an Immunosuppressive microenvironment
and tumour progression in intrahepatic CCA
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BACKGROUND RESULTS

= Cholangiocarcinoma (CCA) comprises a Figure 1: MARCO expression in human ICCA liver samples Figure 2: Functional characterization of MARCO-expressing TAMs in ICCA
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(A) Analysis of cell-type-specific MARCO expression in normal, cirrhotic and iCCA livers by single-cell RNA sequencing; (B) MARCO mRNA (microarray) (A) Graph-based clustering of TAMs by numbers and analysis of MARCO expression therein; (B) Heatmaps of differentially expressed genes (|logFC|<1, adjusted p-value < 0.01)
expression in normal bile duct (n=9) and surrounding normal human tissue (n=143) compared to IDH1 (n=16), KRAS (n=16), TP53 (n=17), BRAF (n=6), between MARCO expressing and non-expressing TAMs in human iCCA; (C) Volcano plots including genes that are increased or decreased in MARCO-expressing tumour infiltrating
CDKNZ2A (n=3), NRAS (n=6), PIK3CA (n=4), FGFR2 mutant (n=18) iCCA tumors or harboring no mutations in any of those genes, Udt-group (n=64); (C) macrophages in 3 studies; (D) Reactome analysis of the commonly upregulated or downregulated genes in MARCO-expressing TAMs in comparison to MARCO non-expressing TAMs
M ET H O DS Multivariate analysis of 5-year overall survival of patients with iCCA according to MARCO expression levels and KRAS driving mutation status. in 3 studies.
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