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= Cholangiocarcinoma(CCA)includes Table 1. Demographic and clinical features of the Figure 1. Serum EV-protein biomarkers for CCA Figure 2. EV-protein biomarkers are detected using Figure 3. Logistic models combining ELISA-validated
a heterogeneous group of malignancies study cohort (analyzed by MS) diagnosis according to tumor etiology total serum and aid the diagnosis of CCA serum protein biomarkers for accurate CCA diagnosis
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biopsy application. patients with PSC, (E) CCA in patients without PSC and (F) CCA  biomarkers in total serum of patients with iCCA, pCCA or dCCA and  without PSC. Binary logistic regression models in the training (70%),
regardless etiology (Pan-CCA biomarkers). Enriched proteins are  healthy individuals. (C) Biomarker levels measured by ELISA in as well as in testing 30% and local disease (LD) cohorts for CCA _
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